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The abnormally high expression of RAB11A promotes the invasion of nasopharyngeal carci-
noma

ZHOU Lu"*’, YANG Yanping"*’, ZHOU Xiaohui*’, ZHANG Zhe"*’. (1. Department of Otolaryngology Head and
Neck Surgery, the First Affiliated Hospital of Guangxi Medical University, Nanning 530021, China; 2. Key Labo-
ratory of Early Prevention and Treatment of Regional High Incidence Tumor, Guangxi Medical University, Nan-
ning 530021, China; 3. Guangxi Regional Key Laboratory of Early Prevention and Treatment of High Incidence
Tumors, Nanning 530021, China)

Abstract Objective: To investigate the expression of RAB11A in nasopharyngeal carcinoma (NPC) and its ef-
fect on the malignant biological behavior of NPC cells. Methods: The differences in the transcription level of
RABI114 in the NPC epithelium and the normal nasopharyngeal epithelium (NNE) were compared using a public
database GEO, and protein expression level of RAB11A was verified by western blotting and immunohistochem-
istry techniques. RABI1A was knocked down and overexpressed in NPC cells using siRNA and overexpressed
plasmid, respectively. The invasive ability of the cells was detected by Transwell assay. Results: Compared with
NNE, RAB11A showed higher transcription and protein expression levels in NPC (all P<<0.05). Receiver operat-
ing characteristic (ROC) curve analysis showed that the AUC of R4AB1/4 mRNA in diagnosing NPC was 0.748
(95% CI: 0.667-0.829), and the survival time of patients with higher mRNA expression level was shorter (P=
0.00063). In addition, knockdown of RAB114 significantly inhibited the invasion ability of NPC cells (P<<0.05),
whereas overexpression of RAB11A significantly enhanced the invasion ability of NPC cells (P<<0.01). Conclu-
sion: RAB11A is a potential tumor-promoting factor in NPC, and may be an effective molecular marker for diag-
nosis and prognosis prediction of NPC.
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